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Total cholesterol

HDL cholesterol

LDL cholesterol

Total glycerides

(without glycerol blaking)

Triglycerides

(with glycerol blaking)

Free glycerol
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Abell-Kendall

Isotope-dilution gas chromatography-mass
spectrometry (ID-GC/MS)

Ultracentrifugation with heparin/manganese
precipitation
Abell-Kendall

Beta quantification
Abell-Kendall

ID-GC/MS

Total glycerides - Free glycerol

ID-GC/MS



Y=: %Bias of AK from IDMS

4. ATHEA APITh: B 5

The mean %bias of AK RMP against ID-GC-MS RMP was 1.6%
Ellerbe P, et al. Clin Chem 1990;36:370-5.

Proposed master equation for epidemiological comparison:
AK = 1.0181(GC-IDMS)- 0.0937
r = 0.9996
Edwards SH, et al. Clin Chem 2011;57:614-22.
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The criteria used for grading are listed in the following table.

Parameter
I.-E &

Criterion
=0975

Statistical Approach

Linear regression

Bias at 200 mg/dL* =3% Linear regression equation; NCEP accuracy guideline

Bias at 240 mg/dL* =3% Linear regression equation; NCEP accuracy guideline

Average % Bias* =3% Mathematical mean of biases; NCEP accuracy guideline

Average Absolute % Bias* = 3% Mathematical mean of absolute biases; NCEP accuracy
guideline

Among-run CV =3% CV of QC results; NCEP precision guideline

Z-test of bias Mot significant at a = 5% See below

Within-method outliers

1 allowed

EPS-A (3), see below

Between-method outliers

Mone allowed, but may

eliminate one sample

Total error 7| & F7}: 2|F LY

EPS-A (3), see below
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4. 2ir=4 (AFEE): B8 7IE

Total cholesterol < 3% < 3% oCHelS < 8.9%
SD < 1.7 at <42 mg/dL %
< 59 STl S < 13.0%
HDL cholesterol 5% CV < 4.0% at 242 mg/dL el 6
LDL cholesterol < 4% < 4% siEels < 12.0%
Triglycerides < 5% < 5% sigels < 15.0%
+ Total cholesterol2| 2% HZAIE SHAZE 7|E0 M2t Abell-Kenall 1} ID-GC/MS HO| &S MEHH
OS2 830 accuracys H7}.
« Triglycerides2| &% glycerol blank 0| H-&7| 22 total glyceride &3t 2, glycerol blank H-&7| 22

triglyceride &at2 M-&310| accuracys E7t.



5. B7tM B (MREh: =8 87

Accuracy =4

Total Deviation from target Within target range”
Sample No. Target Cholesterol mg/dL %* (Y/N)
(mg/dL)
BAZ S Total cholesterol
EHIA| A E
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“ID-GC/MS B9 B30 accuracy® EIMSIHE.
AWithin target range= 2t BHE Z12t0| target 1t H|WFH %bias 7t BE7|E 20| ef N Y 2

TR =

L0l . o= L mHyEg L=
=] 7" = ‘IT—H-7| B 7|' Z2ET Eﬂ 14 * Percent Difference (%)= [{(Your result — Target value)/Target value}* x 100]2] =2/ met ArE=gLIC

Accuracy?| B biase| Yz0| Ol bias EL{S WrHoz HrfZto] ot! AN difference%
HItStRA S k.

I T} A
Q) zwzary Q) zszary



Harets

28714 2%

Az Ab

7t Al2E & Eut

: Total cholesterol , HDL-C , LDL-C , Triglycerides
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Calibrator &
Lot number
A2 dE

Q:-t number

Total cholesterol

HDL-Cholesterol

LDL-Cholesterol

Triglycerides \

J

Accuracy Acceptable Unacceptable Acceptable Acceptable
Imprecision Acceptable Acceptable Acceptable Acceptable
S (Total error) Acceptable Acceptable Acceptable Acceptable
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